Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN — Normal vs Tumor
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN — Cancer Stage
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN - Patients race
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN - Patient Gender
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN — Patient Age
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN - Patient Smoking History
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN — Nodal Metastasis

Expression of NSUN2 in LUAD based on nodal metastasis Expression of NSUN2 in LUSC based on nodal metastasis
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Supplementary Figure 2 — Stratified analysis of LUAD and LUSC datasets using UALCAN — p53 Mutation Status
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